Manual Functional Annotation Syllabus
1. The rationale behind manual functional annotation

a. Evaluating existing annotations

b. Goals of the annotation process

c. Manual vs. automated annotation

2. The process of manual functional annotation

a. Verifying the structure of the gene

b. Verifying evidence from the automated annotation

c. Homology searching

d. Using all possible resources

e. Illustrating steps using examples

i. Example with characterized match

ii. Example via similarity

f. Software tools we use for manual functional annotation

g. Evaluating the results

3. Curation Input

a. Manatee

b. Community Annotation

4. Supplementary information

a. BLAST E-value vs P-value

b. SignalP output explained

c. TargetP output explained

d. TMHMM output explained

